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|3t0irr^Brahch /n/i^ 

CRF Processing Dal&: /jLf / /W 
Verifl^by: -.//^ _ (SnTICi stafl 



Changed a file irom non-ASCII lo ASCC IV It RFD or— CU/PH 

Changed tha margins in cases where the sequence ten was ^vv^ ^ ^ 

Edited a lormat enor in the Current Appltarton Da.a section. spedflcaBy: DEC 2 1 M 



■or 

□ 
□ 
□ 

□ 

□ 

□ 

□ 

□ 

□ 

□ 
□ 

□ - 
□ 

□ 
□ 



Edited the Current Apotication Data section ac.ua, cunen, number. The nurfe M » fe e 

applicant was □ the prior adplication data; or U other . _. . 

Added the mandator heading and subheadings tor -Current Application Data". 

eJWft. -Number ot Sequences" field. The applicant speiled ou, a number instead o. using an integer. 
Changed the speiling o, a mandator lield (•» headings or^rbhead ngs). spectHca*:. 



Corrected the SEQ ,D NO when obvious,, incorrect. The sequence others .ha. were edited were: 

,„serted or coneaed a nude^numbe^aU^ 

, aii ,« nnn ^s must be on the same line as each subheading. II the 

« — d 10 lts — e p,ace - - 

inserted colons after headings/subheadings. Headings edited included: 

Deleted extra, inva.id. headings used by an applicant, specifically: _ 



Deleted- □ non-ASC.I "garbage" a, the banning/end of fi.es □ secretary inttals/filename a, end of file; 
□ page" mbers throughout text; □ other invalid text, such as 

Inserted mandatory headings, specifically: . - 

Corrected an obvious error in the response, specifically: 



Edited identifiers where upper case is used but .ower case is required, or vice versa. 
CoWed an error in the Number of Sequences field, specifically: 



thA anrjlicant All occurrences had to be deleted. 
A "Hard Page Break" code was inserted by the applicant. 

Deleted enoW stop codon in amino acid sequences and^e^A^^ 
due to a Patentln bug). Sequences corrected . 



Other: 




aminer: The above corrections must be commu^ca 
Action. DO NOT send a copy of this form. 



ted to the applicant in the first Office 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: OS/09/4 92,0 29 



DATE: 12/18/2000 
TIME : 15:05:02 



input Set : A:\Pto.amc 

Output Set: N:\CEF3\12182000\I492029.raw 

iU(» APPLICANT: Zuker , Charles S. 
Adler, ."Jon Elliot 

Specific G- Protein Beta Siibun.it 



RECEIVED 

DEC 2 12006 



11 <130> FILE' REFERENCE: 02307E- 0927 10US 



13 



LJ <140> CURRENT APPLICATION NUMBER: US 09/492,0.1 
14 <141> CURRENT FILING DATE: 2000-01.-26 
36 <,50> PRIOR APPLICATION KOMBBR: US_ 60/117 , 404 
17 <15i> PRIOR PILING DATE: 19^^1-2/ 
19 <160> NUMBER OF SEQ ID NOS :( 5 
21 <170> SOFTWARE : Patentln WeXj/2.l 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 156 

25 <212> TYPE : DNA 

26 <213> ORGANISM : Rattus sp . 

TP, <220> FEATURE: . nsnillae taste receptor 

29 <223> OTHER INFORMATION: rat tongue ci retaliate P a pl .llae 

30 ce.ll cDNA clone 165-17 

32 <400> SEQUENCE: 1 aaqaq tqaoacctat 60 

s sssss s»s »ek ssp :i££4 s 

35 agtcatctag qgtggggagg gtctgttctt gtttat 

3fl <210> SEQ ID NO: 2 

39 -211> LENGTH: 1520 

4 0 <21.2> TYPE: HNA 

41 <213> ORGANISM: Pattus sp . 

43 <220> FEATURE: 

44 <221> NAME/KEY: CDS 

45 <222> LOCATION: (78).. (1097) r -nr-nt-ein beta 3 subunit 
11 <223 > OTHER INFORMATION: rat taste cell specie G protean 

47 (TC-Gbeta3) 

Z IZ?^T»**1*>>* cctgggagaa atccagctag agcccaagag ceaggaetac 60 

- 2 k HI 2 2 - S H Id id 

54 , -,m- an qat qcc aqq aaa gcc tgt gcg gac 

56 gag cag etc aag aag eg L g L ga £ W Ala Cys Ala Asp 

57 GLu Gin Leu Lys I.ys Gin lit. mo «=>t - 25 

H - S E S S S 53 £ A 2 ^ S K! !S 2: JS 

s =" s 5 s 3i s s s s a; ;;s a a s 2 s 

66 45 50 



158 



206 



2 54 
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DATE: 12/18/2000 
TIME: 15:05:02 



68 gee 

6 9 Ala 
70 60 

7 2 gat 
7 3 Asp 
7 4 

7 6 get 

7 7 Ala 
78 

8 0 tea 
81 Ser 
82 

8-1 tac 
8 5 Tyr 
86 

88 teg 



atg cac tqg gcc 
Met Ills Trp Ala 



89 
90 
92 



Ser 
140 
aac 



ggq aag 
Gly Lys 

ate ccq 
lie Pro 

ggg aac 
Gly Asn 
110 
age etc 
ser Leu 
12 5 

get cac 
Ala His 



ctg ate 
Leu He 
80 

ctg cgt 
Leu Arg 

95 
ttc gtg 
Phe val 

aaa tec 
Lvs Ser 



act 
Thr 
65 
gtg 
val 

tec 
Ser 

gea 
Ala 

cgt 
Arg 



gac t.ct 
Asp Ser 

tgq gac 
Trp Asp 

tec tqg 
Ser Trp 



aca ggt 
Thr Gly 



93 Asn 
9 4 

96 gag 

97 Glu 
98 

100 atq 

101 Met 
102 

104 tgt 
10 5 Cys 
106 

108 cag 

109 Gin 

110 220 

112 ccc 

113 Pro 
114 

116 etc 

117 Leu 
1 18 

120 age 

121 Ser 
122 

124 ctg 
12 5 Leu 
126 

128 ctg 

129 Leu 

130 300 
132 agt 



att gtg act age 
He val Thr Ser 
160 

acq ggg cag cag 
Thr Glv Gin Gin 
i75 

age ctg get gtg 
Ser Leu Ala val 
190 

qat gcc age gee 
Asp Ala Ser Ala 
205 

act ttc act ggc 
Thr Phe Thr Gly 



tat 
Tyr 
145 
tct 
Ser 



aag 
LV S 



tgt ggg 
cys Gly 

115 

gag ggc 
Glu Gly 
130 

etc tec 
Leu Ser 

ggg 9 ac 

Gly Asp 

aca gtg 
Thr Val 



aag ctg 
Lys Leu 

act tac 
Thr Tyr 
85 

qte atg 
val Met 
100 

ggg eta 
Gly Leu 



aat gtc 
Asn Val 



eta 
Leu 
70 
ace 
Thr 

ace 
Thr 

gat 
Asp 

aag 
Lys 



gta agt gcc 
Val Ser Ala 

ace aat aag 
Thr Asn Lys 



tgt tgc 
Cys Cys 



aat ggg 
Asn Gly 

ttt gac 
Phe Asp 



ate 
lie 



ate 
Tie 
270 
etc. ttt 
Leu Phe 
285 

aag tgt 
Lys Cys 



gag gcc 
Glu Ala 
240 
ctg agg 
Leu Arg 
255 

tgt ggc 
cys Gly 

get ggc 
Ala Gly 

gag cgt 
Glu Arg 



tec 
Ser 

aag 
Lys 

cac 
His 
225 
ate 
He 



gca 
Ala 



eca qac 
Pro Asp 
19 5 
etc tgg 
Leu Trp 
210 

gag tea 
Glu Ser 

tgc act 
Cys Thr 

gac cag 
Asp Gin 



ace acq 
Thr Thr 
165 
ttc gtg 
Phe Val 
180 
tac aaa 
Tyr Lys 



egc 
Arg 
150 
tgt 
Cys 



tgt qcc tat 
Cvs Ala T'/r 
10 5 

aac atg tgc 
Asn Met Cys 

120 
gtc age cqq 
Val Ser Arg 
135 

ttc ctg gat 
phe Leu Asp 

gcc ttg tgg 
Ala Leu Trp 



teg cag 
Ser Gin 
75 

gtg cat 
Val His 
90 

gca cca 
Ala Pro 



gqa 

Gly 

etc 
Leu 



ate 
Tie 

tat 
Tyr 

gta 
Val 
305 
aca 



acg tec 
Thr ser 
275 
gat gac 
Asp Asp 
2 90 

ggc gtt 
Gly val 



gat qtg 
Asp Val 

gac ate 
Asp He 

ggc tea 
Gly Ser 
245 
qaa ctg 
Glu Leu 
260 

gta gcc 
Val Ala 



agg 
Arg 



cac act ggt 
His Thr Gly 
185 
tte ate teg 
Pile He Ser 
200 

gaa ggg acc 
Glu Gly Thr 
215 

get ate tgt 
Ala He cys 



tea ate 
Ser lie 

qaa etc 
Glu Leu 

qac aac 
Asp Asn 
155 
gac att 
Asp He 
170 

gac tgc 
Asp Cys 



gga get 
Gly Ala 

tgt cgc 
cys Arg 



302 
3 50 
398 
446 
494 
542 
590 
6 38 
686 
734 



aa^. Sottas 



tte aac 
Phe Asn 

ctt tct 
Leu Ser 



tgc ctg ggg gtc aca get gac ggc atg 



aat 
Asn 
230 
gat 
Asp 

aca 
Thr 

ttc 
Phe 

tgc 
Cys 

ggc 

Gly 
310 
get 



gat gcc tec 
Asp Ala Ser 



gee tac tec 
Ala Tyr Ser 
265 

tea etc agt 
ser Leu Ser 

280 
aat gtc tgg 
Asn Val Trp 
29 5 

cat qac aac 
His Asp Asn 



tte ttt 
Phe Phe 
235 
tgc cgc 
cys Arg 
250 

cac gag 
His Glu 

ggt cgc 
Gly Arg 

gac tct 
Asp Ser 



782 



8 30 



878 



926 



974 



aga gtc 
Arg Val 
315 

gtg gcc act gga tec 



1022 



1070 



file://C:\Crf3\Outhold\Vsrl492029.htm 



12/18/00 



Page 3 of 7 



133 
134 
136 
137 
138 
140 
142 

144 

14 6 

14 8 

150 

.152 

155 

156 

157 

153 

160 
161 
16 2 
164 
165 

16 7 
168 

17 0 
171 
173 
174 
176 
177 
170 
1 80 
182 
183 
IB 5 
186 
1 88 
1 89 
191 
192 
1 94 
19 5 
197 
198 
200 
201 
203 
204 
206 
207 



DATE: 12/18/2000 
^r^ici"™ 6 US/09/492,02, TIHE: 15:05:02 

r^sit: ^3^2000^32029. 

S er Cys Leu CIV Val Thr - dy -Ala Val Ala Thr CXy 

tgq age ttc cS ate tgg — - 

■•P Asp sir Phe Leu Lys He Trp Asn ^ ^ 

mw**<* IZltlcU ccttctaagg £Zlw* «a« q ^t 1237 

ctataocctg gggccactcc cagta actL - CC ccatttcc tccagggcet 297 

qt gcct t tgg gagtagcagy ^«;ggg ^ HC a gaacagacc ctccccaccc 13,7 
ctcctctcca cagtcctcat ag^ctccc ttcat gaatggcCQ gagcgct.cag 1417 

" 98t9 Ta tSSSc-c -Sato e^ctccct cccagcgact ttotttctgc 1477 
ccttStS tctttatta cctaataaaa tgtagcatcc tgg 
<210> S HQ ID NO: 3 
<211> LENGTH: 340 
<212> TYPE: PRT 
<il3> ORGANISM: Rattus sp . 

sr^rsrs i. «. «» «. «• «; » - ci " "" t» w 

J M «P J ~ "= » "IS 

„ Br „r f « - >■-. «. »' - ?, ~ 

T1 , r z « - - - »< «" s - % "" G " K " " '»» 
,s «, »p - ~ - - ~ « *» "° » "* 

85 „,„ D ™ spi- Glv Asn the val 

Ser Ser Trp Val Met Thr cys Ala Tyr Ala Pro ser Gly ^ 

100 n TyT Ser; Leu Lys Ser 

Ma cys Gly Gly Leu Asp Asn He cys Ser He T> . ^ 

A rg Glu ciy Asn Val Lys V,l Ser Arg Glu Leu Ser Ala ai. Thr Cly 
Tyr 2 ser cys Cys Arg £ - as P A SP as, Asn He Val ^ - 

1*5 150 „ n ron Trn Asp He Glu Thr Gly Gin Gin 

ser Gly Asp Thr Thr cys Ala Leu Trp Asp I. l?5 

. » „ r->.= MPt Ser Leu Ala Val 

Ly s Thr val Phe Val Gly His Thr G y Asp C> s ^ ^ 

180 nv Ala Cvs Asp Ala Ser Ala 

Ser Pro Asp Tyr Lys Leu Phe lie ser Gly Ala Cys ^P 

195 ■-, r Thr cvs Arg Gin Thr Phe Thr Gly 

Lys Leu Trp Asp Val Arg Glu Gly Thr Cys ^ 

210 ~ J T . rv . phP Phe pi:o Asn Gly Glu Ala 

His Glu Ser Asp He Asn Ala He Ci s Plu. ^ 24Q 

225 230 a , n ser rvB Arg Leu Phe Asp Leu A:rg 

tie Cvs Thr Gly Ser Asp Asp Ala ber c ^ 
24 5 



RECEIVED 

DEC 2 1 200S 

TECH CENTER 1600/2900 
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DATE: .12/18/2000 
TIME: 15:05:02 



209 
21 0 
212 
21.3 
215 
216 
218 
219 
221 

'19 2 

224 
225 
229 
230 
231 
232 
234 
235 
23G 
237 
239 
240 
241 
24 2 



, ,,, T-r ser His Glu Ser 
Ala ASP Gin Glu Leu Thr Ala l,r 

260 , ~„ qpr GlY Arq Leu 

Tle Thr Ser V.1 Ala Phe Ser Leu Ser. 

27S A-n val Trp Asp Ser Leu 

.Tvr Asp Asp Phe Asn Cys Asn Val Trp ^ 

290 , lv Hi -3 Asp Asn Arc, Val Ser 

Val GlY Val Leu Ser Gly 3 15 
£ Ala asp Civ Met Ala Val Ma Oly Ser Trp 

Lys He Trp Asn 
340 

<210> SHQ 1U N0: 4 
<211> LENGTH: 152 3 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens, 
<9V0> FEATURE: 
<221> NAME/KEY: CDS 

f^ST^TiS:^ -te cell specr 
<400> SEQUENCE: 4 t cag gaa 

— net Gly - »t E'u - Leu Arg Gin Glu 
1 „,t .icr agq aaa gee tgt -qct 

« :r. s s s & u «■ - c s "* 
«" ~ "i s £ s s a »i s; - 

Ala Glu Leu Val scr ^-i ■ 40 

35 „ni ,-ar rtq gcc aag aft. 

S SR K £ S - - ~ w 
« .« £ « ;« s 2 - - - ~ 

Trp Ala Thr Asp sex L/S i.eu ^ 

, ac tar acc acc aac aag gtg 
Z ^ Thr Thr Asn Lys val 

" 80 ^ - all SCO t.qt qCC tat gCC 

£ S S S E « «>■ - " a 55 ~ 

95 \H _,.„ qac aac atg tgt tec 

£ C S % S «5 2 - - £ - ~ 

... - * ? « i »; s; i" s K s s: 

Lvs Ser Arg Glu Gl/ ri5 > 135 

130 , ,, Lq gat gac 



lie He Cys Gly 
270 

Leu Phe Ala GlY 
285 

Lys Cys Glu Arg 



Cys Leu Gly Val 
320 

Asp Ser Phe Leu 
335 



£ic G- protein beta 3 subunit 



gcg gag °ag etc 
Ala Glu Gin Leu 



4 8 



96 



24 4 
245 
24 6 
248 
249 
250 
252 
25 3 
254 
256 
2 57 
258 
260 
261 
2 62 
264 
265 
266 
268 
269 
270 
272 
27 3 
274 
276 



65 

ctg ate gtg tgg qac 
Leu He Val Trp Asp 
80 



gac gtt act ctg 
Asp val Thr Leu 
30 

gt - r ca g atg egg 
val Gin net Arg 
4 5 

tac gcc atg cac 
Tyr Ala Met His 
60 

C aa gat ggg aag 
Gin Asp Gly Lys 
75 

cac gcc ate cca 
His Ala He Pro 



144 



40 



88 



336 



cca tea ggg aac 
Pro Ser Gly Asn 
110 

ate tac aac etc 
He Tvr Asn Leu 
125 

ctt tct get cac 
Leu ser Ala His 
140 

aac aat att gtg 180 



384 



4 32 
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277 
278 
280 
281 
28 2 
28 4 
285 
286 
288 
289 
290 
292 
29 3 
294 
2 9b 
297 
298 
300 
301 
302 
304 
30 5 
30 6 
308 
309 
310 
312 
313 
314 
316 
317 
318 
320 
3 21 
322 
3 24 
325 
326 
32 8 
330 
332 
334 
336 
3 38 
340 
342 
345 
346 
347 



D ATK: .12/1 8/2000 

s 'r.5SssKSS = si = sa = i5 

act qye cac ,a« to, 9- ate aac ,cc ^ ^ phe Pro Mn G.y 

T1 , r civ His Glu Ser Asp He A*n 

-m 230 npt tec tqc cqc ttg tt.t qac 

- ir. cT. s ss s s s « |; - - - 7 

I, - ^ « ,« « - - - » s zz z - ~ 

T . t , u Arq Ala Asp Gin Glu leu - 2 u 

,r 260 , . nQC cqr eta eta ttc 

275 , , at Jc tqq aac tec atq aag tct 

s; s s s s - s: a - - - ~ s - ~ 

.« - - i s s £ s = s »" «< S - - ™ 

^ ^ aaa ate t gg aac \U*»*<* — ^ 

P ^ ^ ^ 3*0 t .. r attentat rctcttetat 

«U.c actcagcagc cccctgcccg aececatc.c at^l^ 

it criltrcoac r,aaget.i.L.L.i- j -.i-nrrrratc tcctcccauy 

attccqqytg ccaLLccc acaq ggqcaaagaa etgccccace t 

jssskj sssss &j s-s« rsss sss~ 

* ™s,f, sr,r«s -ss ss s: 

ccccagagcc actacctttg u ^ cttcttattc atgetttetc cll 

Sffit --- aata aagtgtagca ° cct9gt ■ 

.-910> SliQ ID NO: 5 
<-9Tl> LENGTH: 34 0 
<2 12> TYPE: PRT 



528 
576 
624 
672 
720 
768 
816 
864 
912 
960 
1008 
1056 



1116 
1176 
1236 
1296 
13 56 
1416 
1476 
1523 
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DATIi: 12/.1 8/2000 
VERIFICATION SUMMARY , TIME : 15:05:03 

PATENT APPLICATION: US/09/492.029 
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